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<212> PRT 

<213> Homo sapiens 
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Met Pro Arg 



Pro Arg Leu Leu Ala Ala Leu Cys Gly Ala Leu W Cys 



. Le u Asp He Cys Ser Lys Asn Pro - 



Ala Pro Ser Leu Leu Val Ala 1 
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X C,s Olu - L,s ^ V.1 Olu Pro Leu OX, «t Olu - =1, » 

S er oln XI. Ma ,1a Ser ser V,! «, Val Thr Phe Leu 

85 
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01, ,1a Ser ,r g Leu ,1a S^His Olu T,r Leu L,s - «- ^ £ 
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Phe Olu Thr Pro val Olu Ma oiW val «g Leu T,r 
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n rt« Thr Ala Cys Thr Leu Arg Phe\lu Leu Leu Gly 
Pro Thr Ser Cys His Thr Ala uyb ^ 
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Gin GlV Ala Arg Asn Phe Gly Ser 
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Val Gin Phe Val Ala Ser Tyr Lys 



\ * q*t Ala Asn Trp Thr Glu Tyr Gin Asp Pro 

Ala Tyr\ser Asn Asp Ser Ala Asn irp ^ 



Arg Thr Gly 



SeAser Lys He Phe Pro Gly Asn Trp Asp Asn His Ser 



\_ rlu Thr pro He Leu Ala Arg Tyr Val Arg 
Lys Asn Leu ?he Glu mr r*u 3g5 
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Leu Gly Cys 
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Tarsia tca g a g c g c g tgg^ctttt =cc g = g tccc g ,. g = a. 



j cag gtc tec 
5v Gin Val Ser 



cgt gtg ctg gec gcg ctg 
Arg Val Leu Ala Ala Leu 



ttc gec gcg tct ggt gac 
Phe Ala Ala Ser Gly Asp 



ggc acc tgc ttg acg ggc 
Gly Thr Cys Leu Thr Gly 



tqc ggc atg eta etc tgc gee tctW etc 
Cys Sly Me? Leu Leu Cys Ala Ser &Ly Leu 



gaa ggc ttc aca ggc ctt 
Glu Gly Phe Thr Gly Leu 



ttc tgt gac tec age ctg tgc ctg aac\ggt 
Se Cys Lp Ser Ser Leu Cys Leu Asn \ly 
30 Ja 

eaa qac aat gac ate tae tgc etc tgc cc^ 
Gin Asp Asn Lp He Tyr Cys Leu Cys Pro 
45 

ata tgc aat gag act gag aga gga cca tgc 
fa! Cys Asn Glu Thr Glu Arg Gly Pro Cys 
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^ a h„Vtc acc aca gcc gtc ccc aat act gcc gtc ccc 
E ITy E E SlS E T h r La ^ Pro fcsn Thr Ala »1 Pro 
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300 305 



b*?. HI 2 5 2 2 ^ - E S S S S S 2 

3^ 315 320 

tea gcc\agc age tae aag aea tgg aac etg egt get ttt ggc tgg 
Ser Ala SeAser Ser Tyr Lys Thr Trp Asn Leu Arg Ala Phe Gly Trp 
\ 330 335 



rxr ccc cac ttqSgga agg etg gat aat cag ggc aag ate aat gee tgg 
Tyr Pro His Leu !ly A^g Leu Asp Asn Gin Gly Lys He Asn A a Trp 
34*5 350 
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360 \ 365 

act cag agg caa gtg aea gg\ ate ate ace cag ggg gec egt gac ttt 
Thr III Arg Gin Val Thr GlyXlle lie Thr Gin Gly Ala Arg Asp Phe 
375 ^80 385 

aac cac ate cag tat gtg gag tcc\tac aag gta gec cac agt gat gat 
Oly His ne Gin Tyr U Gin Ser W Lys Val Ala His Ser Asp Asp 

390 3 95 \ 400 

qgt gtg cag tgg act gta tat gag gag\caa gga age age aag gtc ttc 
fly tl Gin Trp Thr Val Tyr Glu GluW Gly Ser Ser Lys Val Phe 
405 410 \ 415 

r-^rr oar aac tta qac aac aac tec cac aagXaag aac ate ttc gag aaa 
oS Hy Asn Leu Lp Asn Asn Ser His Lys \ys Asn lie Phe Glu Lys 
425 430 \ 4ib 

eee tte atg get cgc tae gtg egt gtc ctt cca gtg tec tgg cat aae 
Pro Phe Met Ala Arg Tyr Val Arg Val Leu Pro Val Ser Trp Hxs Asn 
440 445 \ 450 
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egc ate aee etg cgc etg gag etg etg ggc tgt taatgctcag teetgeeagc 
Arq He Thr Leu Arg Leu Glu Leu Leu Gly Cys \ 



eeaaacgatg aggatggeca gaggctgagg ggeetectgg ccctgcctc\caggccctgc 
tgeettetgt ggetgacgac etteteggce tteeeteetg attgtactgg Wggaggc 
aggaagggce aggggatttc agagttgeee tteaeecttt eectcaecet geigeececa 
caggecteet getageeeec ttctcteagg eattctgggg gagttggaca ggtctWt 
gaatagagaa gaagagtgaa gttggggtat gtgggetatc tgtaccaaee aeeeeaag^c 
etaaaettee tgeeaggget tgaeteagga etgaagggag eeectgaetg cccatccctcN 
tetgeacaee aeaeatteet ecatgttcea tteegggaag gagaggecca egteegettg \s74 
ctgteeettg ggteaecagg tectgectee tatcteetga gacgcctctt gaeeettgea 193^ 
etggageete agttgaeaag gagactggcg ggtetggaga ggtcggtgge tctgggtggt 1994 



>gacaggttg gctgtgggac ctctgctggc ttgctaccca agttaacaag cagattccaa 
aatacattcg tgttctccac tgg 
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<213> Marine \ 
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Met Gin Val Ser Arg Val Leu Ala Ala Leu Cys Gly Met Leu Leu Cys 
1 5 \ 10 

Ala Ser Gly Leu Phe Al\la Ser Gly Asp Phe Cys Asp Ser Ser Leu 
2 0 \ 25 

Cys Leu Asn Gly Gly Thr Cys\ Thr Gly Gin Asp Asn Asp He Tyr 
35 40 \ 45 

Cys Leu Cys Pro Glu Gly Phe Thr G \ Leu Val Cys Asn Glu Thr Glu 
50 55 \ 

Arg Gly Pro Cys Ser Pro Asn Pro Cys Tyr\Asn Asp Ala Lys Cys Leu 
65 70 7 ^ 

Val Thr Leu Asp Thr Gin Arg Gly Asp He PheW ^ CyS 

85 90 \ 

Gin Cys Pro Val Gly Tyr Ser Gly He His Cys Glu Thr Glu Thr Asn 
100 105 \ 

Tyr T yr Asn Leu Asp Gly Glu Tyr Met Phe Thr Thr Ala\al Pro Asn 
115 120 125 \ 

Thr Ala Val Pro Thr Pro Ala Pro Thr Pro Asp Leu Ser Asn Asn Leu 
130 135 140 \ 

Ala Ser Arg Cys Ser Thr Gin Leu Gly Met Glu Gly Gly Ala He kla 
145 150 155 ^ 

Asp Ser Gin He Ser Ala Ser Tyr Val Tyr Met Gly Phe Met Gly Leu 
165 l" 70 

Gin Arg Trp Gly Pro Glu Leu Ala Arg Leu Tyr Arg Thr Gly He Val 



AsnVla Trp His Ala Ser Asn Tyr Asp Ser Lys Pro Trp lie Gin Val 
\ 195 200 205 



Asn Leu Leu 
210 \ 



Arg Lys Met Arg Val Ser Gly Val Met Thr Gin Gly Ala 
215 220 

Ser Arg Ala Gly\Arg Ala Glu Tyr Leu Lys Thr Phe Lys Val Ala Tyr 
225 \ 230 235 

Ser Leu Asp Gly AraVys Phe Glu Phe lie Gin Asp Glu Ser Gly Gly 
245 \ 250 

Asp Lys Glu Phe Leu Gly\sn Leu Asp Asn Asn Ser Leu Lys Val Asn 
260 \ 265 

Met Phe Asn Pro Thr Leu Glu\a Gin Tyr lie Arg Leu Tyr Pro Val 
275 280. 

Ser Cys His Arg Gly Cys Thr Leu A>g Phe Glu Leu Leu Gly Cys Glu 
290 295 \ 3°° 

Leu His Gly Cys Leu Glu Pro Leu Gly LeuLys Asn Asn Thr lie Pro 
305 310 V 5 

Asp Ser Gin Met Ser Ala Ser Ser Ser Tyr Lys\Thr Trp Asn Leu Arg 



Ala Phe Gly Trp Tyr Pro His Leu Gly Arg Leu Asp\Asn Gin Gly Lys 



lie Asn Ala Trp Thr Ala Gin Ser Asn Ser Ala Lys GluVrp Leu Gin 
355 360 365 \ 

Val Asp Leu Gly Thr Gin Arg Gin Val Thr Gly lie He Thr\Gln Gly 



Ala Arg Asp Phe Gly His He Gin Tyr Val Glu Ser Tyr Lys ValUla 
385 390 - 395 

His Ser Asp Asp Gly Val Gin Trp Thr Val Tyr Glu Glu Gin Gly Ser\ 
40 c 410 « J-* 



Val Phe Gin Gly Asn Leu Asp Asn Asn Ser His Lys Lys Asn 
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Val Arg Val Leu Pro Val 
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Glu Leu Leu Gly Cys 
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atgctactct gcgcctctg 
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Artificial sequence 



<220> 
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Oligonucleotide 
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gtcttgtagc tgctggagg 



